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Imp/OstA - SEQ ID No 1 

Predicted extracellular loops are indicated in bold 

LARLFSLKPLVLALGLCFGTHC^AADAVAAEETDNPTAGESVRSVSEPIQPTSLSLGSTC 6 0 
LFCSNESGSPERTEAAVQGSGEAS I PEDYTRI VADRMEGQSQVQVRAEGNVVVERNRTTL 120 
NTDWADYDQSGDTVTAGDRFALQQDGTLIRGETLTYNLEQQTGEAHNVRME IEQGGRRLQ 180 
SVSRTAEMLGEGHYKLTETQFNTCSAGDAGWYVKAASVEADREKGIGVAKHAAFVFGGVP 24 0 
IFYTPWADFPLDGNRKSGLLVPSLSAGSDGVSLSVPYYFNLAPNLDATFAPSVIGERGAV 300 
FDGQVRYLRPDYAGQSDLTWLPHDKKSGRNNRYQAKWQHRHDISDTLQAGVDFNQVSDSG 360 
YYRDF YGNK E I AGNVNLNRRVWLD YGGRAAGGS LNAGL S VLKYQTL ANQ S GYKDKP YALM 420 
PRLSVEWRKNTGRAQIGVSAQFTRFSHDSRQDGSRLVVYPDIKWDFSNSWGYVRPKLGLH 4 8 0 
ATYYS LNRFGSQEARRVSRTLPI VNIDSGATFERNTRMFGGEVLQTLE PRLFYNYI PAKS 54 0 
QNDLPNFD S S E S S F GYGQLF RENLYYGNDR INT ANS L S AAVQ SRI LDGATGE E R FRAG I G 600 
QKF YFKDDAVMLDGSVGKKPRNRS DWVAFAS GS I GS RF I LDS S I HYNQNDKRAENYAVGA 66 0 
S YRPAQGKVLNARYKYGRNEKIYLKSDGS YF YDKLSQLDLSAQWPLTRNLS AWRYNYGF 720 
EAKKPIEVIiAGAEYKSSCGCWGAGVYAQRYVTGENTYKNAVFFSLQLKDLS^ 7 8 0 

MDVAVPGYI TAHS LS AGRNKRP 802 

loop 1: 252-271 
loop 2: 295-332 
loop 3 : 357-416 
loop 4 : 444-455 
loop 5: 482-501 
loop 6 : 537-576 
loop 7: 606-624 
loop 8: 648-697 
loop 9: 721-740 

Figure 7 
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Imp-FAM18 IJ^RLFSLKPLVIJUjGFCFGTHCAAADAVAAEETDNPTAGGSVRSVSEPIQPTSIiSLGSTC 60 

NMBO 280 IJVRLFSLKPLVLAIiGLCFGTHCAAADAVAAEETDNPTAGESVRSVSEPlQPTSliSLGSTC 6 0 

NMA2207 MARLFSLKPLVLAIX3FCFGTH(^AADAVAAEETDNPTAGGSVRSVSEPIQPTSLSLGSTC 60 

.**************.*********************** ******************** 

Imp- FAM1 8 LFCSNESGS PERTEAAVRGSGEAS I PEDYTRI VADKVEGQSQVQVRAEGNVWERNRTTIi 120 

NMB02 80 LFCSNE SGS PERTE AAVQGSGEAS I PED YTRI VADRMEGQSQVQVRAEGNVVVEENRTTL 120 

NMA2207 LFCSNESGSPERTEAAVQGSGEASI PED YTRI VADRMEGQSQVQVRAEGNVVVERNRTTli 120 

*****************.*****************::********************** 
Imp- FAMl 8 NTDWADYDQSGDTVTAGDRFALQQDGTLIRGETLTYNLEQQTGEAHNVRMETEHGGRR1Q 180 

NMB02 8 0 NTDWADYDQSGDTVTAGDRFALQQDGTLIRGETLTYNLEQQTGEAHNVRMEIEQGGRRLQ 180 

NMA2 207 NADWADYDQSGDTVTAGDRFALQQDGTLIRGETLT YNLEQQTGEAHNVRMETEHGGRRLQ 180 

* : ************************************************* *: ****** 
Imp- FAM1 8 SVSRTAEMLGEGH YKLTETQFNT CS AGDAGWYVKAASVEADRE KG I GVAKHAAFVFGGV P 24 0 

NMB02 8 0 SVS RTAEMLGEGHYKLTETQ FNTCS AGDAGWYVKAAS VEADRE KG I GVAKHAAFVFGGV P 240 

NMA2 2 07 SVSRTAEMLGEGHYlOjTETQFNTCSAGDAGWYVKAASVEADREKGIGVAKHAAFVFGGVP 24 0 

************************************************************ 
Imp-FAM18 IFYTPWADFPLDGNRKSGLLVPSLSAGSDGVSLSVPYYFNLAPNLDATFAPSVIGERGAV 3 00 

NMB02 80 IFYTPWADFPLDGNRKSGLLVPSLSAGSDGVSLSVPYYFNLAPNLDATFAPSVIGERGAV 3 00 

NMA2207 IFYTPWADFPLDGNRKSGLLVPSLSAGSDGVSLSVPYYFNLAPNLDATFAPGVIGERGAV 3 00 

*************************************************** . ******** 
Imp - FAM1 8 FDGQVRYLRPDYAGQSDLTWLPHDKKSGRNNRYQAKWQHRHDISDTLQAGVDFNQVSDSG 3 60 

NMB028 0 FDGQVRYLRPDYAGQSDLTWLPHDKKSGRNNRYQAKWQHRHDISDTLQAGVDFNQVSDSG 360 

NMA2 2 07 FDGQVRYLRPDYAGQSDLTWLPHDKKSGRNNRYQAKWQHRHDI SDTLQAGVDFNQVSDSG 360 

************************************************************ 

Imp- FAM1 8 Y YRDFYGNKE IAGNVNLNRRVWLDYGGRAAGGSLNAGLSVLKYQTLANQSGYKDKPYALM 420 

NMBO 280 YYRDFYGNKE IAGNVNLiNRRVWLDYGGRAAGGSLNAGLSVLKYQTLANQSGYKDKPYALM 420 

NMA2207 , YYRIDFYGNKEIAGNVNLNRRWLDYGGRAAGGSLNAGLSVLKYQTLANQSGYKDKPYALM 420 
************************************************************ 

Imp- FAM1 8 PRLSADWRKNTGRAQIGVSAQFTRFSHDSRQDGSRLWYPDI KWDFSNSWGYVRPKLGLH 4 80 

NMB 02 80 PRLS VEWRKNTGRAQI GVSAQFTRFSHDSRQDGSRL W YPD I KWDFSNSWGYVRPKLGLH 480 

NMA2207 PRLS ADWRKNTGRAQ I GVSAQFTRFSHDSRQDGSRLWYPD I KWDFSNSWGYVRPKLGLH 480 

**** m . ****************************************************** 

Imp-FAM18 ATYYSLNRFGSQEARRVSRTLPIVNIDSGATFERNTRMFGGGVLQTLEPRLFYNYIPAKS 54 0 

NMB0280 ATYYSLNRFGSQEARRVSRTLPIVNIDSGATFERNTRMFGGEVLQTLEPRLFYNYI PAKS 540 

NMA22 0 7 AT YYS LNRFGSQEARRVS RTLP I VN I DS GMT FE RNTRMFGGG VLQTLE PRLFYNY I PAKS 540 

***************************** *********** ****************** 

Imp-FAM18 QNDLPNFDSSESSFGYGQLFRENLYYGNDRINTANSLSAAVQSRILDGATGEERFRAGIG 600 

NMB0280 QNDLPNFDSSESSFGYGQLFRENLYYGNDRINTANSLSAAVQSRILDGATGEERFRAGIG 600 

NMA2207 QNDLPNFDSSESSFGYGQLFRENLYYGNDRINTANSLSAAVQSRILDGATGEERFRAGIG 600 

************************************************************ 

Imp - FAMl 8 QKFYFKDDAVMLDGSVGKKPRNRSDWVAFASGS IGSRFILDSSIHYNQNDKRAENYAVGA 6 60 

NMB0280 QKFYFKDDAVMLDGSVGKKPRNRSDWVAFASGS IGSRF I LDSS IHYNQNDKRAENYAVGA 660 

NMA2 20 7 QKFYFKNDAVMLDGSVGKKPRS RSDWVAFASSGI GSRFI LDSS I HYNQNDKRAENYAVGA 660 

• ******.************** ^ ********* *************************** 

Imp- FAMl 8 SYRPAQGKVLNARYKYGRNEKIYLKSDGSYFYDKLSQLDLSAQWPLTRNLSAWRYNYGF 720 

NMB02 80 SYRPAQGKVLNARYKYGRNEKI YLKSDGSYFYDKLSQLDLSAQWPLTRNLSAWRYNYGF 720 

NMA2207 SYRPAQGKVLNARYKYGRNEKIYLKSDGSYFYDKLSQLDLSAQWPLTRNLSAWRYNYGF 720 

************************************************************ 

Imp - FAMl 8 EAKKPIEMLAGAEYKSSCGCWGAGVYAQRYVTGENTYKNAVFFSLQLKDLSSVGRNPADR 780 

NMB02 8 0 EAKKPIEVLAGAEYKSSCGCWGAGVYAQRYVTGENTYKNAVFFSLQLKDLSSVGRNPADR 780 

NMA2207 EAKXPIEVLAGAEYKSSCGCWGAGVYAQRYVTGENTYKNAVFFSLQLKDLSSVGRNPADR 780 

************************************************************ 

Imp- FAMl 8 MDVAVPGY I PAHSLSAGRNKRP 8 02 

NMB02 80 MDVAVPGYI TAHSLSAGRNKRP 8 02 

NMA2207 MDVAVPGYI PAHSLSAGRNKRP 802 

********* ************ 
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Figure 1 1 
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Figure 13 
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A 

MIEKLTFGLFKKEDARSFMRLMAYVRPYKIRIVAALIAIFGVAATESYLAAFIAPLINHG 
FSAPAAPPELSAAAGIISTLQNWREQFTYMVWGTENKIWTVPLFLIILVVIRGICRFTST 
YXiMTWVS VMTI SKIRKDMFAKMLTLS SRYHQETPSGTVLMNMLNLTEQS VSNASDI FTVL 
TRDTMIVTGLTIVLLYLNWQLSLIVVIjMFPLLSLLSRYYRDRLKHVISDSQKSIGTMNNV 
IAETHQGHRWKLFNGQAQAANRFDAVNRTI VRLSKKITQATAAHS PFSELI AS IALAW 
IFIALWQSQNGYTTIGEFMAFIVAMIjQMYAP 

EQDKGTLAPQRVEGRISFRNVDVEYRSDGIKAIiDNFNLDIRQGERVALVGRSGSGKSTVV 
NLLPRFVEPSAGNICIDGIDIADIKLDCLRAQFALVSQDVFLFDDTLFENVRYSRPDAGE 
AEVLFALQTANLiQS L I DS S PLGLHQP IGSNG SNLS GGQRQRVAI ARAI LKD AP I LLLDEA 
TSALDNESERLVQQAIjERLMENRTGIIVAHRLTTIEGADRIIVMDDGKIIEQGTHEQLMS 
QNG Y YTMLRN I SNKD AAVRTA 

B 

mlawrpgrpdgcqaaggrrynpghdcikasvslnsaarnapagsqpvkaelwkrvysrvgsywkglvla 
vllmagaaatq 

PTIAVIMKPLLDDGFSGAKPHYWFLPLAWGLILLRGICNFFSDYLLAWANNVIjRGIRG 

lpdadfkrgdt 

grllnrftidagi^tgyatdvitvlwetlwialigvllymswaltliilvmlpvsvgiaraftrrlr 
rinretvnmna 

eltrwsegidgqrviklfdgydaerrrfdfvnsrlrrfamrsatadaaltpltqvcisvavgaviava 
lsqansgaltv 

gs fas fmaal aq i fd p i krltnlagkmqkml vaae s vftl vdqtpe ad agtralpe p vrgkvefravsh 

RFPDADRDTVS 

AVSFLVEPGQTVALVGRSGSGKTTLVNIVL^ 
DDTIAANVGYG 

AGGTVDDARVRDALAAANLLEFVDGLPLGIHTPVGQNAARLSGGQRQRLAI ARAL I KNAPVLILDEATS 
ALDNESERQVQ 

ASLERLMRGRTTLVIAHRLSTVQNADRIIVLDAGKIVEHGPHSELLAANGLYASLYNMQFRED 
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atgatagaaaaactgactttcggactgtttaaaaaagaagacgcgcgcagctttatgcgc 
ctgatggcgtacgtccgcccctacaaaatccgcatcgttgccgccctgattgccattttc 
ggcgttgccgccaccgaaagctaccttgccgccttcatcgcccccctgattaaccacggc 
ttttccgcacctgccgcgccgcccgagctgtctgccgccgccggcatcatttccaccctg 
caaaactggcgcgaacagtttacctatatggtttgggggacggaaaacaaaatctggacc 
gtcccgctcttcctcatcatcctcgtcgtcatccgtggcatctgccgctttaccagcacc 
tatctgatgacttgggtctccgtgatgaccatcagcaaaatccgcaaagatatgtttgcc 
aaaatgctgaccctttcctcccgctaccatcaggaaacgccgtccggcaccgtactgatg 
aatatgctcaacctgaccgaacagtcggtcagcaacgccagcgacatcttcaccgtcctc 
acgcgcgacacgatgatcgttaccggcctgaccatcgtcctgctttacctcaactggcag 
ctcagcctcatcgtcgtcctgatgttccccctgctctccctgctctcgcgctactaccgc 
gaccgtctgaaacacgtcatttccgactcgcaaaaaagcataggcacgatgaacaacgtg 
attgccgaaacccatcagggacaccgcgtcgtcaagctgttcaacgggcaggcgcaggcg 
gcaaaccggttcgacgcggtcaaccgcaccatcgtccgcctcagcaaaaaaatcacgcag 
gcaacggcggcacattccccgttcagcgaactgatcgcctcgatcgccctcgccgtcgtc 
atcttcatcgccctgtggcaaagccaaaacggctacaccaccatcggcgaatttatggca 
ttcatcgtcgcgatgctgcaaatgtacgcccccatcaaaagccttgccaacatcagcatc 
cctatgcagacgatgttcctcgccgccgacggtgtatgtgcatttctcgacaccccgccc 
gaacaggacaagggcacgctcgcaccgcagcgtgtcgaagggcgcatcagcttccgcaac 
gtcgatgtcgaataccgttcagacggcatcaaagccctcgacaacttcaacctcgacatc 
agacaaggcgaacgcgtcgccctggtcggacgttccggcagcggcaaatccaccgtcgtc 
aacctgctgccccgctttgtcgaaccgtctgccggcaacatctgcatagacggtatcgac 
atcgccgacatcaaactcgactgcctgcgcgcccaattcgccctcgtctcccaagacgta 
ttcctgtttgacgacaccctgtttgaaaacgtccgatacagccgtcccgacgcgggcgaa 
gccgaagtcctgttcgccctccaaaccgccaacctgcaaagcctgattgacagctccccg 
ctcggactgcaccagcccatcggatcgaacggcagcaacttatccggcggacagcggcaa 
cgcgtcgccattgcccgcgccattttgaaagacgcgccgatattattattggacgaagcc 
accagcgcattagacaacgaatccgaacgcctcgtccaacaggcgctcgaacgcctgatg 
gaaaaccgcaccggcatcatcgtcgcccaccgcctgaccaccatcgaaggggccgaccgc 
atcatcgtgatggacgacggcaaaatcatcgaacaaggcacacacgaacaactgatgtcc 
caaaacggttactacacgatgttacgcaatatctcaaacaaagatgccgccgtccggacg 
gcataa 

Figure 15 A 
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atgctggcgtggcggccgggtcggccggacggttgtcaggcggcgggtggccgacggtacaatcccggg 
cacgattgtat 

taaagcgagtgtttccttgaattctgccgcacgcaatgcgcccgccggctcccagccggtcaaggccga 
actctggaagc 

gggtctacagccgcgtaggctcttactggaaggggctggtgctggccgtcctgctgatggccggcgccg 
ccgcgacccag 

cccacgctggcagtcatcatgaagccgctgctcgacgatggcttctcgggcgccaagccgcattatgtc 
tggttcctgcc 

gctggcggtggtggggctgatcctgctgcgcggaatctgcaatttcttcagcgactacctgctggcctg 
ggtggccaaca 

acgtgctgcgcggcatccggggcgagatgttcgagcggctgctgggcctgcccgatgccgacttcaagc 
gcggcgacacc 

ggccgcctgctcaaccgcttcaccatcgacgcgggcaacgtcaccggctacgccaccgacgtcatcacg 
gtgctggtgcg 

cgaaaccctggtcgtcatcgccctgatcggcgtgctgctgtacatgtcgtgggcgctgacgctgatcat 
cctcgtcatgc 

tgccggtgtcggtgggcatcgcccgcgccttcacgcgccggctgcgccgcatcaaccgcgaaaccgtca 
acatgaacgcc 

gagctcacccgcgtggtcagcgagggcatcgacgggcagcgtgtcatcaagctgttcgacggctatgac 
gccgagcgccg 

ccgtttcgacttcgtcaactcgcgcctgcgccgcttcgcgatgcgcagcgccaccgccgacgcggcgct 
cacgccgctca 

cgcaggtgtgcatctcggtcgccgtgggcgcggtcatcgccgtggccctcagccaggccaacagcggcg 
cgctcaccgtc 

ggcagcttcgcctcgttcatggccgcgctggcgcagatcttcgatccgatcaagcgcctgaccaacctg 
gccggcaaaat 

gcagaaaatgctggtggccgccgaaagcgtgttcaccctggtggaccagacgcccgaggccgacgccgg 
cacgcgcgcct 

tgcccgaaccggtgcgcggcaaggtcgaattccgtgcggtcagccatcgcttcccggacgccgatcgcg 
ataccgtcagc 

gccgtgtcgttcctggtcgagccgggccagaccgtggccctggtcggacgctcgggcagcggcaagacc 
actctggtcaa 

catgctgccgcgctttgtcctgcccgatggcggcgacatcctgttcgacgatgtgcccatccaggatct 
caccttgcgca 

gcctgcgctcgcatctgtcgctggtcagccaggacgtggtgctgttcgacgacaccattgccgccaacg 
tgggttatggc 

gccggcggcaccgtcgacgacgcgcgcgttcgcgacgcgctggccgcggccaacctgctggagttcgtc 
gacggcttgcc 

gctgggcatccacacgccggtgggccagaatgccgcccgcctgtcgggcggccagcgccagcgcctggc 
gatcgcccgcg 

ccctgatcaagaacgcgccggtcctgatcctcgacgaggcgacctcggcgctggacaacgaatccgagc 
gccaggtgcag 

gcatcgctggagcggctgatgcgcgggcgcaccacgctggtcatcgcccaccggctgtccaccgtgcag 
aacgccgaccg 

catcatcgtgctggacgccggcaagatcgtcgagcacgggccgcacagcgagctgttggccgccaacgg 
cctgtacgcct 

cgctctacaacatgcagttccgcgaggactga 
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